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A. Positions and Honors.

Positions and Employment

1997-1999
Chief Scientist, Molecular Applications Group, Palo Alto, California (Developed the Panther phylogenomic tools, acquired by Celera Genomics)
1999-2001   

Principal Scientist, Protein Informatics, Celera Genomics, California (Panther classification of the human genome)
2001-2006 Assistant Professor, Department of Bioengineering, University of California, Berkeley
2006-Present
Associate Professor,  Department of Bioengineering and Department of Plant and Microbial Biology, University of California, Berkeley
Selected Honors

1993
Elected to Phi Beta Kappa 

1993
National Science Foundation Three-Year Graduate Research Fellowship

1996 
Program in Mathematics and Molecular Biology Fellowship


2003     National Science Foundation CAREER Award

2004     National Science Foundation Presidential Early Career Award in Science and Engineering (PECASE)

B. Selected peer-reviewed publications (in chronological order)
1. 
2. 
3. Krogh, A., Brown, M., Mian, S., Sjölander, K. and Haussler, D., “Hidden Markov Models in Computational Biology: Applications to Protein Modeling,” Journal of Molecular Biology 1994 Feb 4;235(5):1501-31

4. 
5. Sjölander, K., Karplus, K., Brown, M.P., Hughey, R., Krogh, A., Mian, I.S., Haussler D., “Dirichlet Mixtures: A Method for Improved Detection of Weak but Significant Protein Sequence Homology,” Computing Applications in the Biosciences  (CABIOS) 1996 Aug;12(4):327-45.

6. Karplus, K, Sjölander K, Barrett C, Cline M, Haussler D, Hughey R, Holm L, Sander C.,  "Predicting protein structure using hidden Markov models," Proteins: Structure, Function and Genetics, Suppl 1:134-139. 1997. Invited paper for special issue covering the second Critical Assessment for Protein Structure Prediction (CASP) competition.

7. 
8. 
9. Venter, C. et al (including Sjölander, K), “The sequence of the human genome,” Science, 2001 Feb 16;291(5507):1304-51  (KS contribution: Principal Scientist of the Protein Informatics Group developing the algorithms and software used in the functional annotation of the human genome.) 
10. 
11. 
12. Edgar, R., and Sjölander, K., "SATCHMO: Sequence Alignment and Tree Construction using Hidden Markov models," Bioinformatics. 2003 Jul 22;19(11):1404-11. (Listed as a "must-read" by the Faculty of 1000.)  
13. Sjölander, K., "Phylogenomic inference of protein molecular function: advances and challenges," Bioinformatics 2004 (20)2:170-179.  
14. Edgar, R., and Sjölander, K., "COACH: profile-profile alignment of protein families using hidden Markov models," Bioinformatics 2004 May 22;20(8):1309-18.  
15. Edgar, R. and Sjölander, K., "A comparison of scoring functions for protein sequence profile alignment," Bioinformatics 2004 May 22;20(8):1301-8.

16. Kleffmann, T., Russenberger, D., von Zychlinski, A., Christopher, W., Sjölander, K., Gruissem, W., and Baginsky, S. "The Arabidopsis thaliana chloroplast proteome reveals pathway abundance and novel protein functions," Current Biology 2004 Mar 9;14(5):354-62.  
17. Magnani, E., Sjölander, K. , and Hake S., "From endonucleases to transcription factors: evolution of the AP2 DNA-binding domain in plants", Plant Cell, 2004 Sep;16(9):2265-77. 
18. Rowland O, Ludwig AA, Merrick CJ, Baillieul F, Tracy FE, Durrant WE, Fritz-Laylin L, Nekrasov V, Sjölander, K, Yoshioka H, Jones JD. “Functional Analysis of Avr9/Cf-9 Rapidly Elicited Genes Identifies a Protein Kinase, ACIK1, That Is Essential for Full Cf-9-Dependent Disease Resistance in Tomato”, Plant Cell. 2005 Jan;17(1):295-310..

19. 
20. Middleton,R., Sjölander, K., Krishnamurthy, N., Foley,J.  and Zambryski, P. "Predicted hexameric structure of the Agrobacterium VirB4 C terminus suggests VirB4 acts as a docking site during type IV secretion", Proc Natl Acad Sci U S A. 2005 Feb 1;102(5):1685-90.
21. Chisholm, S., Dahlbeck, D., Krishnamurthy, N., Day,B., Sjölander, K, and Staskawicz, B. "Molecular characterization of proteolytic cleavage sites of the Pseudomonas syringae effector AvrRpt2", Proc Natl Acad Sci U S A., 2005 Feb 8;102(6):2087-92.
22. Fritz-Laylin, L., Krishamurthy, N., Tör, M., Sjölander, K and Jones, JDG. "Phylogenomic analysis of the receptor-like proteins of rice and Arabidopsis", Plant Physiology, June 2005, Vol. 138, pp. 611-623. 
23. 
24. 
25. Nandini Krishnamurthy and  Kimmen Sjölander, "Phylogenomic inference of protein molecular function," Current Protocols in Bioinformatics, Unit 6.9, 2005.
26. Nandini Krishnamurthy and Kimmen Sjölander, "Basic protein sequence analysis". Current Protocols in Protein Science Unit 2.11, 2005.
27. Duncan Brown and Kimmen Sjölander, "Functional Classification using Phylogenomic Inference."  PLoS Computational Biology, Vol 2, Issue 6, June 2006.
28. 
29. Nandini Krishnamurthy, Duncan Brown, Dan Kirshner and Kimmen Sjölander, "PhyloFacts: An online structural phylogenomic encyclopedia for protein functional and structural classification", Genome Biology 2006,  7:R83.  Noted as Highly Accessed by Genome Biology.
30. Nandini Krishnamurthy, Duncan Brown and Kimmen Sjölander, "FlowerPower: clustering proteins into domain architecture classes for phylogenomic inference of protein function",  BMC Evolutionary Biology 2007 Vol 7, Suppl. 1. 
31. Jake Gunn Glanville, Dan Kirshner, Nandini Krishnamurthy and Kimmen Sjölander, "Berkeley Phylogenomics Group web servers: resources for structural phylogenomic analysis," Nucleic Acids Research 2007; doi:10.1093/nar/gkm325. 
32. Brown DP, Krishnamurthy N, Sjölander K, "Automated Protein Subfamily Identification and Classification," PLoS Computational Biology 2007, 3(8): e160 doi:10.1371/journal.pcbi.0030160. Selected by the Faculty of 1000 as a technological advance.
33. Samart Wanchana, Supat Thongjuea, Victor Jun Ulat, Mylah Anacleto, Ramil Mauleon, Matthieu Conte, Mathieu Rouard, Manuel Ruiz, Nandini Krishnamurthy, Kimmen Sjölander, Theo van Hintum and Richard M. Bruskiewich "The Generation Challenge Programme comparative plant stress-responsive gene catalogue," Nucleic Acids Research 2007; doi:10.1093/nar/gkm798.  
34. Sriram Sankararaman and Kimmen Sjölander, "INTREPID - INformation-theoretic TREe traversal for Protein functional site IDentification," Bioinformatics 2008; doi: 10.1093/bioinformatics/btn474.
35. P. Gaudet, L. Lane, P. Fey, A. Bridge, S. Poux, A. Auchincloss, K. Axelsen, S. Braconi Quintaje, E. Boutet, P. Brown, E. Coudert, R.S. Datta, W.C.de Lima, T. de Oliveira Lima, S. Duvaud, N. Farriol-Mathis, S. Ferro Rojas, M. Feuermann, A. Gateau, U. Hinz, C. Hulo, J. James, S. Jimenez, F. Jungo, G. Keller, P. Lemercier, D. Lieberherr, M. Moinat, A. Nikolskaya, I. Pedruzzi, C. Rivoire, B. Roechert, M. Schneider, E. Stanley, M. Tognolli, K. Sjölander, L. Bougueleret, R.L. Chisholm, and A. Bairoch, "Collaborative annotation of genes and proteins between UniProtKB/Swiss-Prot and dictyBase," Database 2009:bap016, DOI 10.1093/database/bap016
36. Sriram Sankararaman, Fei Sha, Jack F. Kirsch, Michael I. Jordan, and Kimmen Sjölander, "Active Site Prediction using Evolutionary and Structural Information," Bioinformatics 2010; doi: 10.1093/bioinformatics/btq008 

37. Sjölander K (2010) Getting started in Structural Phylogenomics. PLos Comput Biol 6(1): e1000621. doi:10.1371/journal.pcbi.1000621
38. Hagopian, R., Davidson, J., Datta, R., Samad, B., Jarvis, G., and Sjölander, K. "SATCHMO-JS: a webserver for simultaneous protein multiple sequence alignment and phylogenetic tree construction," Nucleic Acids Research 2010, doi:10.1093/nar/gkq298 PDF. Selected as a Featured Article by NAR. From the NAR website: "Featured Articles represent the top 5% of NAR papers in terms of originality, significance and scientific excellence." 
39. Jung H-S, Okegawa Y, Shih PM, Kellogg E, Abdel-Ghany SE, Pilon M, Sjölander K, Shikanai T, and Niyogi KK, "Arabidopsis thaliana PGR7 Encodes a Conserved Chloroplast Protein That Is Necessary for Efficient Photosynthetic Electron Transport," PLoS One 5(7): e11688, doi:10.1371/journal.pone.0011688 .
40. Pieper, U., Webb, B., Barkan, D., Schneidman-Duhovny, D., Schlessinger, A., Braberg, H., Yang, Z., Meng, E., Pettersen, E., Huang, C., Datta, R., Sampathkumar, P., Madhusudhan, M.S., Sjölander, K., Ferrin, T., Burley, S., and Sali, A., "ModBase, a database of annotated comparative protein structure models, and associated resources," Nucleic Acids Research 2010. 
C. Research Support.

National Science Foundation, Presidential Early Career Award in Science and Engineering (PECASE) Program,
 DBI-0238311,

Title:  “CAREER: Investigation of Disease-Resistance Proteins in Flowering Plants.” 

PI: Kimmen Sjölander. 
Project Period: 2/1/2003 – 1/31/2008; 
Total award: $698,619

NIH, National Human Genome Research Institute R01HG02769
Title: “High throughput phylogenomic analysis of animal proteins.” 
PI: Kimmen Sjölander
Project Period: 09/30/2003 - 06/30/2008; 

Total award: $1,802,976
National Science Foundation/USDA CSREES, Microbial Genome Sequencing Program
Title: “EF-0626651 The Berkeley-TIGR Phylogenomic Encyclopedia of Microbial Protein Families.” 
PI: Kimmen Sjölander. 
Project Period: 11/1/2006 – 10/31/2007;  
Total award: $239,326
National Science Foundation: Division of Molecular and Cellular Biosciences
Title ”MCB-0732065 The PhyloFacts Phylogenomic Encyclopedia of Microbial Protein Families.” PI: Kimmen Sjölander
Project Period: 11/1/2008-10/31/2010; Total award: $1,899,499
Department of Energy, Division: Biological and Environmental Research
Grant number: DE-SC0004916
Title: “Phylogenomic tools and web resources for the Systems Biology Knowlegebase.” PI: Kimmen Sjölander
Project duration: 2010-2013; Total award: $1,412,313 
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